In the title compound, C 10 H 9 F 2 N 3 O, the dihedral angle between the mean planes of the triazole and benzene rings is 20.6 (2) . In the crystal, molecules are linked by strong O-HÁ Á Á N hydrogen bonds into chains with graph-set notation C(9) along [100] . Weak C-HÁ Á ÁN and C-HÁ Á ÁF interactions are also observed.
Related literature
For phenacylazole derivatives, see: Emami et al. (2008 Emami et al. ( , 2009 ). For their biological properties, see: Schiaffella et al. (2005) . For graph-set notation, see: Bernstein et al. (1995) .
Experimental
Crystal data C 10 H 9 F 2 N 3 O M r = 225.20 Orthorhombic, P2 1 2 1 2 1 a = 5.3770 (11) Å b = 12.598 (3) Å c = 15.601 (3) Å V = 1056.8 (3) Å 3 Z = 4 Mo K radiation = 0.12 mm À1 T = 295 K 0.60 Â 0.29 Â 0.08 mm
Data collection
Nonius KappaCCD area-detector diffractometer 9658 measured reflections 1536 independent reflections 1344 reflections with I > 2(I) R int = 0.081 Refinement R[F 2 > 2(F 2 )] = 0.063 wR(F 2 ) = 0.149 S = 1.16 1536 reflections 146 parameters H-atom parameters constrained Á max = 0.16 e Å À3 Á min = À0.16 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x þ 1 2 ; Ày À 1 2 ; Àz þ 1; (ii) Àx þ 2; y þ 1 2 ; Àz þ 3 2 ; (iii) x À 1; y; z; (iv) x; y À 1; z.
Data collection: COLLECT (Nonius, 2000) ; cell refinement: DENZO-SMN (Otwinowski & Minor, 1997) ; data reduction: DENZO-SMN; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: OLEX2 (Dolomanov et al., 2009) ; software used to prepare material for publication: WinGX (Farrugia, 1999) and publCIF (Westrip, 2010) .
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Iván Brito Comment
Phenacyl azole derivatives (Emami et al., 2008; Emami et al., 2009 ) are very important due to their antifungal properties (Schiaffella et al., 2005) . We report herein on the synthesis and crystal structure of the title compound, a member of this important family of compounds.
In the title molecule, Fig. 1 , the dihedral angle between the mean planes of the triazole and benzene rings is 20.6 (2)°.
In the crystal, molecules are linked by strong O-H··· N hydrogen bonds ( Fig. 2 and Table 1 ) into chains propagating along [100] which have a C(9) graph-set notation (Bernstein et al., 1995) . There are also weak C-H···N and C-H···F interactions present (Table 1) .
Experimental
To a stirred solution of 1-(2,4-difluorophenyl)-2-(1H-1,2,4-triazol-1-yl)ethanone (6.00 g, 26.88 mmol) in methanol (50 ml), sodium borohydride (1.12 g, 29.57 mmol) dissolved in methanol (20 ml), was added drop wise. The reaction mixture was then stirred at room temperature for 30 min. After completion of the reaction, the solvent was removed under vacuum, and 25 ml of cold water was added. Extraction was performed with dichloromethane (3 × 40 ml), and the organic extracts were washed with water (3 × 30 ml). The organic phase was then dried over anhydrous sodium sulfate.
After evaporation of the solvent under vacuum, the residue was purified by crystallization in ethanol to provide the title compound as colourless crystals [85% yield; M.p.: 391-393 K].
Refinement
All of the H atoms could be located in difference Fourier maps. In the final cycles of refinement they were included in calculated positions and treated as riding atoms: O-H = 0.82 Å, C-H = 0.93 and 0.97 Å for CH and CH 2 H atoms, respectively, with U iso (H) = k × U eq (O,C), where k = 1.5 for the OH H atom, and = 1.2 for other H atoms. In the final cycles of refinement, in the absence of significant anomalous scattering effects, 1126 Friedel pairs were merged and Δf " set to zero.
Computing details
Data collection: COLLECT (Nonius, 2000) ; cell refinement: DENZO-SMN (Otwinowski & Minor, 1997) ; data reduction:
DENZO-SMN (Otwinowski & Minor, 1997) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: OLEX2 (Dolomanov et al., 2009) ; software used to prepare material for publication: WinGX (Farrugia, 1999) and publCIF (Westrip, 2010) . 
Special details
Geometry. Bond distances, angles etc. have been calculated using the rounded fractional coordinates. All su's are estimated from the variances of the (full) variance-covariance matrix. The cell esds are taken into account in the estimation of distances, angles and torsion angles Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq F1 1.0193 (5) 0.0759 (2) Symmetry codes: (i) x+1/2, −y−1/2, −z+1; (ii) −x+2, y+1/2, −z+3/2; (iii) x−1, y, z; (iv) x, y−1, z.
